f^ngOR-EXTERNAL ^^ERMINMi- [4247-1-2 . LOG] ] 24 . 07 . 2000/13 ; 23 : 01 

£ 9 9042 47_l.Dna /rev 

**** Emfun:Scl9354 

ID SCL9354 standard; DNA; FUN; 15693 BP. 

AC U53878; Y13138; 

SV U53878.1 

v DT 10-APR-1996 (Rel. 47, Created) 

DT 23-AUG-1997 (Rel. 52, Last updated, Version 3) 



DE Saccharomyces cerevisiae chromosome XII cosmid 9354. 
KW 

OS Saccharomyces cerevisiae (baker's yeast) 

OC Eukaryota; Fungi; Ascomycota; Saccharomycetes; Saccharomycetales; 

OC Saccharomycetaceae; Saccharomyces. 

RN [1] 

RP 1-15693 

RX MEDLINE; 97313267. 

RA Johnston M., Hillier L., Riles L., Albermann K., Andre B., Ansorge W. , 

RA Benes V., Bruckner M. , Delius H., Dubois E., Dusterhoft A., Entian K.D., 

RA Floeth M. , Goffeau A. , Hebling U. , Heumann K. , Heuss-Neitzel D. , 

RA Hilbert H., Hilger F. , Kleine K. , Kotter P., Louis E.J., Messenguy F., 

RA Mewes H.W., Miosga T . , Mostl D., Muller-Auer S., Nentwich U., Obermaier B., 

RA Piravandi E., Pohl T.M., Portetelle D., Purnelle B., Rechmann s., 

RA Rieger M. , Rinke M. , Rose M. , Scharfe M. , Scherens B., Scholler P., 

RA Schwager C, Schwarz S., Underwood A. P., Urrestarazu L.A., Vandenbol M. , 

RA Verhasselt P., Vierendeels F . , Voet M., Volckaert G. , Voss H., Wambutt R., 

RA Wedler E . , Wedler H., Zimmermann F.K., Zollner A., Hani J., Hoheisel J.D.; 

RT "The nucleotide sequence of Saccharomyces cerevisiae chromosome XII"; 

RL Nature 387 ( 6632 ): 0-0 ( 0 ) . 

RN [2] 

RP 1-15693 

RA Geisel C; 

RT "The sequence of S. cerevisiae cosmid 9354"; 

RL Unpublished. 

RN [3] 

RP 1-15693 

RA Waters ton R. ; 

RT 

RL Submitted ( 08-APR-1996) to the EMBL/GenBank/DDBJ databases. 

RL Robert Waterston 

RN [4] 

RP 1-15693 

RA Cherry J.M.; 

RT 

RL Submitted (22-AUG-1997 ) to the EMBL/GenBank/DDBJ databases. 

RL Saccharomyces Genome Database 

DR SPTREMBL; Q12090; Q12090. 

DR SPTREMBL; Q12102; Q12102. 

DR SPTREMBL; Q12130; Q12130. 

DR SPTREMBL; Q12259; Q12259. 

DR SPTREMBL; Q12500; Q12500. 

DR SPTREMBL; Q12528; Q12528. 

DR SWISS-PROT; P32485; HOGl_YEAST . 

DR SWISS-PROT; P38013; PM20 YEAST. . . . 



ORES Initl: 2446 Initn: 2446 Opt: 2446 z-score: 1683.2 E(): 

99.8% identity in 491 bp overlap 



489 479 469 

AT GT GATATAGT GT T TAAGCGAAT GACAGAAGA 
I M I I I I I I I I I I I I I I I I I I I I I I I I I I I 
GATAGAAGC GACAGTAGAAAATT GCATTATT GATATAGT GTTTAAGC GAAT GACAGAAGA 
5140 5150 5160 5170 5180 5190 

459 449 439 429 419 409 



9904247 
SC19354 
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/S-DOOR-EXTERNM, [TERMINAL- [4247—1-9 r.^ U 

5290 5300 5310 

9904247_l.Dn CAAAATTTTCTCACATTTCTTTCTGrrr-^f 2L, 299 2 89 

n m n m f ^f^™?^^ 

"40 5350 5360 5370 

279 269 ?c,a 

scl9354 ~ 

° 541 °. 5420 5430 

99 04247_, Dn -C GTAGG - m ^ 

SC19354 ' I ' I I I I I I I I I I I . I , I , ,, 

5440 5450 5^^ TTCC ^^ CGGTT TTTTTACTCCTGAGaA 

S470 5480 5490 

9904247_1 . Dn ATACTTGTACGGGATAATCCAGGGCCTACCACCCArrr'P'p ^ ^ 109 

I I I I I I | | | | | | | | I i I I i I ?m , 777 , rf ACCCACGCTT CGAGGATTGGCTTTTATTTT 
3C19354 A ^TTG T A<UggA^^ KM,,,, M ^ 

5500 5510 5520 ?^ GCTTCGAGGATTGGC TTTTATTTT 

^ u 5530 SSin 



79 



5550 



69 59 49 

9904247_1 . Dn TTTTTTTTTGGTGGCGTTTTATTTCTTTCrrrrnHnn.^ 

SC19354 ' " I I M , I I | | | , I I | , | | ?| n M N M f N TTT?Tfff ACTTGTG CGGAGTTTTGAG 

5560 5570 5580 C ^^. CTGGGACTTGTGCGGAG TTTTGAG 

° 5590 5600 5510 

9904247_1 . Dn * GGGG C G CGCGG^GGA 

3C19354 AGGGGC GC GCGGCAAAGGAT T C C GAAAACtLL^^^ N^M^ ^ 

5620 5^ G ^ TTC J^ CGGAAA ^ G ACGCC^TAGCC^GCACTCAAA 

° bDU 5660 5570 

/J -° 5720 S7*?n 

9904247_l. D na /rev 30 
Emfun:Scchxiila 

2 J89 C ^4 I ; LA Standard; DNA; ™" 37639 BP. 
SV X89514.1 

S.cerevisiae dSa fr^ S updated ' Version 4) 
KW aspartyl protege hog? f m ° SOme X " ri * ht a ™ 

^wyceces, Saccharomycetales; 



*age -6- 



f r*~A*, i o Tftrn 24.07.2000/13:23:01 
/ p^og-EXTERKAIi [MMX- f 4247-1 -2 .I^G] 1 2_ 

^ Saccharomycetaceae; Saccharomyces . 

[1] 



g SacXaromyces IJ^-^^^S^"^^ several homologies 
RT ? ^SL; tnvolveS 2 «L division control and to mammalian growth 
S SiS a" other animal proteins are found"; 
Yeast 13:241-250(1997) . 



RT 
RL 
RN [2] 

ra volckaert G 
RT 
RL 
RL 



Willem de Croylaan, B-3001 Leuven, BELGIUM 



Emitted (20-SEP-1995, to the ^^^"S^JfSI^r.ity of Leuven, 

G. Volckaert, Laboratory of Gene lecnnoioyy, 



RL 

RN [3] 

R p 1-37639 

volckaert G.; 

RT 
RL 
RL 

RL Willem de Croylaan 42, B-3001 Leuven, BELGIUM 

DR SPTREMBL; Q05382; Q05382. 

DR SPTREMBL; Q05383; Q05383. 

DR SPTREMBL; Q05385; Q05385. 

DR SPTREMBL; Q12090; Q12090. 

DR SPTREMBL; Q12102; Q12102. 

DR SPTREMBL; Q12130; Q12130. 

DR SPTREMBL; Q12138; Q12138. 

DR SPTREMBL; Q12174; Q12174. 

DR SPTREMBL; Q12186; Q12186- 

DR SPTREMBL; Q12259; Q12259 . 

DR SPTREMBL; Q12288; Q12288. 

DR SPTREMBL; Q12309; Q12309. 
DR SPTREMBL; Q12312; Q12312. 
DR SPTREMBL; Q12354; Q12354. 
DR SPTREMBL; Q12395; Q12395. 
DR SPTREMBL; Q12440; Q12440. 
DR SPTREMBL; Q12500; Q12500. 
DR SPTREMBL; Q12528; Q12528. . - . 

SCORES initl: 2446 Initn: 2446 Opt: 2446 z-score: 1679.7 E(): 0 

99.8% identity in 491 bp overlap 

489 479 469 

jVTGTGATATAGTGTTTAAGCGAATGACAGAAGA 

9904247__l.Dn | | | | | [| I M I I 1 M I I I I I I I M I I I I M 

Scchxiila GATAGAAGCGACAGTAGAAAATT GCATTATT GATAT AGT GTTTAAGCGAAT GACAGAAGA 

6680 6690 6700 6710 6720 6730 



6740 6750 

399 389 379 



369 359 349 



339 329 319 



309 299 289 
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■ s^^^^z^. ^^^^ — ""~^T -»»^ffln- 

. / /B = DOOR = EXTEra»L [TEKMXNM.- [4247-1-2 . LOG] ] 24.07.2000/13:23:01 

J * 9904247 1 Dn CAAAATTTTCTCACATTTCTTTCTGCCGTTATGTTGGGAGTAAGACTCCCATTATCGTAa 



/ 990 *2«7_1 . Dn CAAAATTTTCTCACATTTCTTTCTGCCGTTATGTTGGGAGTAAGACTCCCATH 
' fc MINIMUM I II INI Mill I III MM I I I | | |Tmi I I N 

SCChXllla 68«r MTT S5r^ 

279 269 259 249 239 220 

9904247_1 . Dn TACTGCAACACGAATATGCAAAATTTGCTGAGTTATCG<^GATAGTTGTTGCAAAGATAG 

w • 1 1 1 1 1 1 1 1 1 1 ' 1 1 1 1 1 1 m M I II I II I I I I I I I l I i i i i i i i i i i i i , ,,,,,, i Ml , 

Scchxul. ^CrOM^^ 

6920 6930 6940 6950 6960 6970 



219 209 199 189 



179 169 



9904247_1 . Dn CGGCGTAGGTGGCCGCGAAATGGGGAATTCCAAAACAAACGGTTTTTTTACTCCTGArAa 
Scchxul. CGGCGTAG^ 

6980 6990 7000 7010 7020 7030 

159 149 139 129 H9 109 

99 89 79 69 59 4q 

9904247_1 . Dn 

Scchx^la 7io ™TTTT^TGGCGTTTTAT T ^ 

39 29 19 9 

990424 7_1 . Dn AGGGGC GC GC GGCAAAGGAT T C C CAAAAC GGAAAT C AGAC G 
^ h . . . 1 1 M M I I I I I I I I I I I | | | | | | I I I II I I I | | | | | | | | | | 

Scchxxil. agggck:^gcggcaaaggattcccaaaacggaaatcagacgccaa^ 

/Xbu 7170 7180 7190 7200 7210 

Scchxiila <^ 

/^u 7230 7240 7250 7260 7270 

9904247_l.Dna 
Emgss6:Aq492301 

ID AQ492301 standard; DNA; GSS; 630 BP 
AC AQ492301; 
SV AQ492301.1 

DT 27-APR-1999 (Rel. 59, Created) 

DT 04-MAR-2000 (Rel. 63, Last updated, Version 2) 

ul V a" mTn-3xHA/lacZ Insertion Library Saccharcmyces cerevisiae genomic 
t> , genomic survey sequence 01 ^ genomic 

KW GSS. 

OS Saccharomyces cerevisiae (baker's yeast) 

RN [ 1 ] 
RP 1-630 

RA Hager K. , Miller P., Roeder G.S., SnySer £; ' ^ °" LUg ° *' ' 

S? Sruptfon"* AnalyS±S ° f the Yeast ^nome by Transpo.cn Tagging and Gene 

RL Unpublished. 

CC Contact: Kumar A 

CC ?a!e a uni^ y ° f ^ ^ ™« ^ . Biology 



Page -8- 



